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SiREM has commercialized anaerobic cultures for degradation of benzene, toluene and
xylene. Named in honor of anaerobic hydrocarbon degradation pioneer Dunja Grbi¢-Gali¢,
DGG™ Plus is an anaerobic mixed microbial consortium capable of degrading benzene,
toluene and o-xylene (BTX). Benzene, toluene or o-xylene act as the sole carbon source,
and hydrocarbon degradation can be coupled to sulfate reduction, or fermentative
(methanogenic) metabolism. Anaerobic biological degradation products of BTX all include
benzoyl-CoA and ultimately CO,.
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Degradation Pathways for Benzene, toluene and xylene under anaerobic
conditions. Courtesy: Dr. Courtney Toth, University of Toronto

Quantitative PCR (qPCR) tools are available to track DGG-Plus

Quantitative PCR (qPCR) tests have been developed for key biomarkers for anaerobic BTX
degradation which are indicated in the figure above. These include:

* Benzene - ca. Benzovorax - GeneTrac ORM-2
¢ Toluene - Desulfosporosinus (DSP) - GeneTrac-Dsp and Gene-Trac bssA DGG-T
* Xylene -Peptococcaceae (PEP) GeneTrac Pepto DGG-X and Gene-Trac bssA DGG-X

These targets can be used to assess BTX degrading populations that may be present in the
environment, either naturally or as a result of biostimulation or bioaugmentation. Additional
biomarkers that can also be of value include assessing sulfate reducing bacteria (Gene-Trac
SRB) and methanogenic Archaea (Gene-Trac Methanogens).



